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Coactosin-like protein
UP18
60S ribosomal protein L38
Peptidyl-prolyl cis-trans isomerase FKBP1A
Small nuclear ribonucleoprotein E
UP4
UP2
Fatty acid-binding protein2, adipocyte
Neurogenic locus notch homolog protein 1
UP19
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial
T-complex protein 1 subunit eta
UP15
UP9
Tyrosine-protein kinase Yes
PDZ and LIM domain protein Zasp
Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial
CAAX prenyl protease 1 homolog
Probable beta-D-xylosidase 5
Cytochrome c oxidase subunit 5B, mitochondrial
Nucleolar protein 56
Myosin light chain kinase, smooth muscle
UP10
Ubiquitin carboxyl-terminal hydrolase 5
Contactin
Host cell factor 1
Calcium uptake protein 1 homolog, mitochondrial
Insulin-degrading enzyme
Importin subunit alpha-3
Pre-mRNA-processing factor 6
Eukaryotic translation initiation factor 3 subunit C
Transcription elongation regulator 1
Integrin beta-PS
Cysteine--tRNA ligase, cytoplasmic
UP12
UP1
Eukaryotic translation initiation factor 3 subunit D
Nuclear protein MDM1
Phenylalanine--tRNA ligase beta chain
Leucine-rich repeat-containing protein 59
Stress-induced-phosphoprotein 1
C-1-tetrahydrofolate synthase, cytoplasmic
Choline transporter-like protein 1
UP13
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial
TCDD-inducible poly [ADP-ribose] polymerase
Hydroxysteroid dehydrogenase-like protein 2
Low-density lipoprotein receptor-related protein 2
UDP-glucose 4-epimerase
Glutathione S-transferase omega-1
Golgi apparatus protein 1
Calcium-dependent protein kinase C
UP14
N-acetylgalactosamine kinase
Protein FAM136A
UDP-N-acetylhexosamine pyrophosphorylase
Peflin
UP11
Translational activator GCN1
26S proteasome non-ATPase regulatory subunit 14
Saccharopine dehydrogenase-like oxidoreductase
Vacuolar protein sorting-associated protein 13C
UP20
Basic leucine zipper and W2 domain-containing protein 1
Tubulin-folding cofactor B
UP21
Fatty acid-binding protein1, adipocyte
60S ribosomal protein L21
Talin-1
40S ribosomal protein S11
Prefoldin subunit 4
Universal stress protein Sll1388
UP22
Beta-hexosaminidase subunit beta
Isochorismatase domain-containing protein 2, mitochondrial
Allograft inflammatory factor 1
Histone deacetylase complex subunit SAP18
Enkurin
Serine/arginine-rich splicing factor 6
Tubulin alpha-1 chain
UP8
UP6
Reticulon-1-A
UP24
Myosin heavy chain 95F
Protocadherin Fat1 4
Cadherin-23
Quinone oxidoreductase
Serine/arginine repetitive matrix protein 1
Neurexin-4
Dynein heavy chain 3, axonemal
Protocadherin Fat2 4
UP23
Putative amidohydrolase ytcJ
Dysferlin
Poly [ADP-ribose] polymerase 3
Calpain-5
Lymphocyte cytosolic protein 2
Alpha-L-fucosidase
NADP-dependent malic enzyme, mitochondrial
UP5
Uncharacterized protein
UP7
Carbonyl reductase [NADPH] 1
Amidase
RNA-binding protein Raly
Serine--pyruvate aminotransferase, mitochondrial
V-type proton ATPase subunit C 1
Prostaglandin reductase 1
UP3
40S ribosomal protein S9
UP17
Prohibitin-2
Coactosin
Calcium-regulated heat stable protein 1
Thymidine phosphorylase
UP16
Small ubiquitin-related modifier 2
Universal stress protein MSMEG_3950
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Small nuclear ribonucleoprotein E
60S ribosomal protein L38
CDGSH iron-sulfur domain-containing protein 2
UP23
Hexokinase1 type 2
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial
Probable thiopurine S-methyltransferase
Vacuolar protein sorting-associated protein 13C
Ubiquitin carboxyl-terminal hydrolase 5
UP6
Aldose reductase
Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial
Exportin-1
Programmed cell death protein 5
UP12
UP4
UP11
Saccharopine dehydrogenase-like oxidoreductase
CAAX prenyl protease 1 homolog
Insulin-degrading enzyme
Hydroxysteroid dehydrogenase-like protein 2
Actin, cytoplasmic
40S ribosomal protein S6
Protein unc-119 homolog B
Probable NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12
UP8
Collagen alpha-6(VI) chain
Lysosomal alpha-mannosidase
UP10
Interferon-induced protein 44-like
Phosphoacetylglucosamine mutase
Apolipophorins
Probable beta-D-xylosidase 5
UP1
Nuclear protein MDM1
UP9
Probable proline iminopeptidase
Serine/arginine-rich splicing factor 10
Arf-GAP with dual PH domain-containing protein 1
UP22
WD repeat-containing protein 66
Branched-chain-amino-acid aminotransferase
Receptor-type tyrosine-protein phosphatase beta
Enkurin
Histone deacetylase complex subunit SAP18
UP15
Calcium uniporter protein, mitochondrial
Beta-hexosaminidase subunit beta
Prohormone-4
40S ribosomal protein S9
Adenylosuccinate lyase
Alpha-L-fucosidase
SAM domain and HD domain-containing protein 1
NADP-dependent malic enzyme, mitochondrial
U1 small nuclear ribonucleoprotein A
Pre-mRNA-processing factor 19
UP19
Neurexin-4
Kyphoscoliosis peptidase
Prostaglandin reductase 1
UP16
26S proteasome non-ATPase regulatory subunit 12
Putative leucine-rich repeat-containing protein DDB_G0290503
UP17
1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase
26S protease regulatory subunit 8
UP3
Rho GTPase-activating protein 8
Myosin heavy chain 95F
Uncharacterized protein
Cadherin-23
Clathrin interactor 1
Hexokinase2 type 2
UP21
UP20
Serine/threonine-protein phosphatase PP1-beta catalytic subunit
UP2
UP13
UP14
Phosphatidylinositol-binding clathrin assembly protein LAP
UP18
Eukaryotic translation initiation factor 3 subunit A
Putative amidohydrolase ytcJ
Lymphocyte cytosolic protein 2
Poly [ADP-ribose] polymerase 3
Laminin subunit beta-2
Tubulin-folding cofactor B
uncharacterized protein FLJ46082 homolog
Universal stress protein MSMEG_3950
40S ribosomal protein S29
ADP-ribose pyrophosphatase, mitochondrial
UP7
UP5
Nucleolar protein2 56
Nucleolar protein1 56
UDP-N-acetylhexosamine pyrophosphorylase
60S ribosomal protein L13
40S ribosomal protein S3-B
Alpha-crystallin B chain
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UP5
60S ribosomal protein L13
N-terminal EF-hand calcium-binding protein 1
Small nuclear ribonucleoprotein E
UP4
60S ribosomal protein L21
Laminin subunit beta-1
Serine--pyruvate aminotransferase, mitochondrial
UP12
Elongation factor 1-beta
Neurogenic locus notch homolog protein 1
UP13
UP2
40S ribosomal protein S11
Cytochrome c oxidase subunit1 5B, mitochondrial
Glutathione S-transferase Mu 3
2-amino-3-carboxymuconate-6-semialdehyde decarboxylase
UP18
60S ribosomal protein L23a
Universal stress protein Sll1388
Ectoine hydroxylase
Engulfment and cell motility protein 2
Putative glycogen [starch] synthase
UP6
Calmodulin-like protein 12
Cytosolic purine 5'-nucleotidase
Glycogenin-1
Dysferlin
Lysosomal alpha-glucosidase
Uncharacterized oxidoreductase YajO
Alpha-L-fucosidase
Reticulon-1-A
Methylmalonyl-CoA epimerase, mitochondrial
UP11
RNA-binding protein Raly
Serum paraoxonase/arylesterase 1
UP8
V-type proton ATPase subunit H
UP1
Poly [ADP-ribose] polymerase 3
Aldehyde dehydrogenase family 16 member A1
Quinone oxidoreductase
60 kDa SS-A/Ro ribonucleoprotein
UP16
6-phosphogluconolactonase
RIB43A-like with coiled coild protein 2
Transmembrane 9 superfamily member 2
Heat shock 70 kDa protein 12A
NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial
UP17
Glycine, glutamate and proline-rich protein
PDZ and LIM domain protein Zasp
Tyrosine-protein kinase Yes
Cytochrome c oxidase subunit2 5B, mitochondrial
Prohormone-4
UP15
Nucleoside diphosphate kinase 7
UP14
DnaJ homolog subfamily C member 8
Importin subunit alpha-3
Nicotinamide riboside kinase 1
Transcription elongation regulator 1
Tyrosine-protein kinase Btk29A
Actin
C-1-tetrahydrofolate synthase, cytoplasmic
Choline transporter-like protein 1
T-complex protein 1 subunit delta
UP7
E3 ubiquitin-protein ligase MIB2
Contactin
Dystonin
Cysteine--tRNA ligase2, cytoplasmic
SAM domain and HD domain-containing protein 1
Kyphoscoliosis peptidase
1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase gamma-1
Valine--tRNA ligase
N-acetylgalactosamine kinase
TAR DNA-binding protein 43
Protein RER1
Catenin alpha-2
Eukaryotic translation initiation factor 4 gamma 3
Neurexin-4
Uncharacterized protein
Basic leucine zipper and W2 domain-containing protein 1
Beta-hexosaminidase subunit beta
UP10
Probable carboxypeptidase PM20D1.2
Tyrosine-protein kinase HTK16
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2
RNA-binding protein 45
Apolipophorins
Zinc metalloproteinase dpy-31
AP-1 complex subunit gamma-1
Cadherin-23
Protocadherin Fat 4
Dual oxidase 2
Dynein heavy chain 3, axonemal
Dynein heavy chain 6, axonemal
UP9
Allograft inflammatory factor 1
Calmodulin
Mitochondrial carrier homolog 2
Cytochrome c
Fatty acid-binding protein, adipocyte
Serine/arginine-rich splicing factor 6
UP3
Talin-1
Carbonic anhydrase 7
Protein mago nashi homolog 2
Calcium-regulated heat stable protein 1
Thymidine phosphorylase
Prohibitin-2
Cysteine--tRNA ligase1, cytoplasmic
Universal stress protein A-like protein
40S ribosomal protein S25
Small ubiquitin-related modifier 2
Caspase-7
UP20
Putative peptidyl-prolyl cis-trans isomerase dodo
UP19
UP21
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